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Regulation by complex formation: Regulation directly from Hxks: Regulation directly from Hxks with respect to the X-factor:
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Modelling results for the Snf1 activation and deactivation
(considering the Hxts):
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Showing the
influence of a 
decreasing
amount of Hxts
during glucose
depletion.

Modelling approach to slow for glucose consumption: Modelling approach to fast for glucose consumption after the pulse:

Modelling the glucose repression derepression under consideration of 
changing Hxts levels. The Hxts were modelled using an ODE consisting of a 
production term depending on the amount of glucose and a degradation term:


