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Journals






2024



Multivariate Functional Linear Discriminant Analysis for the Classification of Short Time Series with Missing Data
Bordoloi R, Réda C, Trautmann O, Bej S, Wolkenhauer O



submitted for publication in arXiv









stanscofi and benchscofi: a new standard for drug repurposing by collaborative filtering
Réda C, Vie J-J, Wolkenhauer O



JOSS 

DOI: DOI: 10.21105/joss.05973








Drug-Target identification in COVID-19 disease mechanisms using computational systems biology approaches
Niarakis A, Ostaszewski M, ... Wolkenhauer O, ..., Kitano H, Barillot E, Auffray C, Balling R, Schneider R



accepted for publication in Frontiers in Immunology

DOI: 10.3389/fimmu.2023.1282859








ConvGeN: A convex space learning approach for deep-generative oversampling and imbalanced classification of small tabular datasets
Schultz K, Bej S, Hahn W, Wolfien M, Srivastava P, Wolkenhauer O



 Pattern Recognition

DOI: 10.1016/j.patcog.2023.110138






2023



Exploring Thiazolopyridine AV25R: Unraveling of Biological Activities, Selective Anti-Cancer Properties and In Silico Target and Binding Prediction in Hematological Neoplasms
Ladwig A, Gupta S, Ehlers P, Sekora A, Alammar M, Koczan D, Wolkenhauer O, Junghanss C, Langer P, Murua Escobar H



Molecules (Special Issue Small Molecules in
Targeted Cancer Therapy)

DOI: 10.3390/molecules28248120








Whole blood RNA-Seq identifies transcriptional differences between primary sclerosing cholangitis and ulcerative colitis
Wacker EM, Uellendahl-Werth F, Bej S,  Wolkenhauer O, Vesterhus M,  Lieb W,  Franke A,  Karlsen TH, Folseraas T, Ellinghaus D



accepted for publication in JHEP Reports









Logic-based modeling and drug repurposing for the prediction of novel therapeutic targets and combination regimens against E2F1-driven melanoma progression
Singh N, Khan FM, Bala L, Vera J, Wolkenhauer O, Pützer B, Logotheti S, Gupta SK



accepted for publication in BMC Chemistry









NaviCenta – The disease map for placental research
Scheel J, Hoch M, Wolfien M, Gupta S



Placenta

DOI: 10.1016/j.placenta.2023.09.007








Uncoupling protein 2 deficiency of non-cancerous tissues inhibits the progression of pancreatic cancer in mice
Revskij D, Runst J, Umstätter C, Ehlers L, Rohde S, Zechner D, Bastian M, Müller-Hilke B, Fuellen G, Henze L, Escobar HM, Junghanss C, Kowald A, Walter U, Köhling R, Wolkenhauer O, Jaster R



Hepatobiliary & Pancreatic Diseases International

DOI: 0.1016/j.hbpd.2022.12.003








Integrated systems biology approach to identify key candidate genes, signaling pathways and therapeutic targets of oral squamous cell carcinoma
Choubey J, Wolkenhauer O, Chatterjee T



MGM Journal of Medical Sciences

DOI: 10.4103/mgmj.mgmj_128_23








Accounting for diverse feature-types improves patient stratification on tabular clinical datasets
Bej S, Umesh C, Mahendra M, Schultz K, Sarkar J, Wolkenhauer O



Machine Learning with Applications

(Volume 14, 2023)

DOI: 10.1016/j.mlwa.2023.100490








CCR2 macrophage response determines the functional outcome following cardiomyocyte transplantation
Vasudevan P, Wolfien M, Lemcke H, Lang CI, Skorska A, Gaebel R, Galow AM, Koczan D, Lindner T, Bergmann W, Mueller-Hilke B, Vollmar B, Krause BJ, Wolkenhauer O, Steinhoff G, David R



accepted for publication in Genome Medicine










Metabolic function-based normalization improves transcriptome data-driven reduction of genome-scale metabolic models
Salehzadeh-Yazdi A, Jalili M, Scharm M, Wolkenhauer O



 npj Systems Biology and Applications

DOI: 10.1038/s41540-023-00281-w








Ten topics to get started in Medical Informatics research
Wolfien M, Ahmadi N, Fitzer K, Grummt S, Heine KL, Jung IC, Krefting D, Kühn A, Peng Y, Reinecke I, Scheel J, Schmidt T, Schmücker P, Schüttler 7, Waltemath D, Zoch M, Sedlmayr M



J Med Internet Res. (Epub ahead of print)

DOI: 10.2196/45948








Uncoupling protein 2 deficiency of non-cancerous tissues inhibits the progression of pancreatic cancer in mice
Revskij D, Runst J, Umstätter C, Ehlers L, Rohde  S, Zechner D, Bastian M, Müller-Hilke B, Fuellen G,  Henze L, Escobar HM , Junghanss C, Kowald A, Walter U, Köhling R, Wolkenhauer O, Jaster R



Hepatobiliary & Pancreatic Diseases

DOI: 10.1016/j.hbpd.2022.12.003








Leptin deficiency-caused behavioral change -a comparative analysis using EthoVision and DeepLabCut
Bühler D,  Power-Guerra N, Müller L,  Wolkenhauer O, Düffer M, Vollmar B, Kuhla A, Wolfien M



Frontiers in Neuroscience

DOI: 10.3389/fnins.2023.1052079








Network analyses reveal new insights into the effect of multicomponent Tr14 compared to single-component diclofenac in an acute inflammation model
Hoch M, Cesnulevicius K, Lescheid D, Schultz M, Wolkenhauer O, Gupta S



BMC Journal of Inflammation

DOI: 10.1186/s12950-023-00335-0
Pubmed: 36973809








Cell-Type-Specific Gene Regulatory Networks of Pro-Inflammatory and Pro-Resolving Lipid Mediator Biosynthesis in the Immune System
Hoch M, Jannik R, Cesnulevicius K, Lescheid D, Schultz M, Wolkenhauer O, Valerio C, Gupta S



DOI: 10.3390/ijms24054342
URL: https://www.mdpi.com/1422-0067/24/5/4342








Construction of a three-component regulatory network of transcribed ultraconserved regions for the identification of prognostic biomarkers in gastric cancer
Khalafiyan A, Emadi-Baygi M, Wolfien M, Salehzadeh-Yazdi A, Nikpour P



Journal of Cellular Biochemistry 

DOI: 10.1002/jcb.30373






2022



In silico investigation of molecular networks linking gastrointestinal diseases, malnutrition, and sarcopenia
Hoch M, Ehlers L, Bannert K, Stanke C, Brauer C, Caton V,  Lamprecht G, Wolkenhauer O, Jaster R, Wolfien M



Frontiers in Nutrition (2022)

DOI: 10.3389/fnut.2022.989453
URL: https://www.frontiersin.org/articles/10.3389/fnut.2022.989453/full








Melanoma 2.0. Skin cancer as a paradigm for emerging diagnostic technologies, computational modelling and artificial intelligence
Vera J,  Lai X, Baur A, Erdmann M, Gupta S, Guttà C, Heinzerling L, Heppt MV, Kazmierczak PM, Kunz M, Lischer C, Pützer BM, Rehm M, Ostalecki C, Retzlaff J, Witt S, Wolkenhauer O, Berking C



Briefings in Bioinformatics (2022)

DOI: 10.1093/bib/bbac433
URL: https://academic.oup.com/bib/article-abstract/23/6/bbac433/6761961?redirectedFrom=fulltext








Perspectives of (/Memorandum for) Systems Thinking on Covid-19 Pandemic and Pathology
Wolkenhauer O



Journal of Evaluation in Clinical Practice (2022)

DOI: 10.1111/jep.13772
URL: https://onlinelibrary.wiley.com/doi/10.1111/jep.13772








A workflow for the creation of regulatory networks integrating miRNAs and lncRNAs associated with exposure to ionizing radiation using open source data and tools
Freiesleben S, Unverricht-Yeboah M, Gütebier L, Waltemath D, Kriehuber R, Wolkenhauer O



accepted for publication in Frontiers in Systems Biology









Detection and Analysis of Critical Dynamic Properties of Oligodendrocyte Differentiation
Nikolov SG, Wolkenhauer O, Nenov M, Vera J



Mathematics (2022)

DOI: 10.3390/math10162928
URL: https://www.mdpi.com/2227-7390/10/16/2928








Contribution of Synthetic Data Generation towards an Improved Patient Stratification in Palliative Care
Hahn W, Schütte K, Schultz K, Wolkenhauer O, Sedlmayr M, Schuler U, Eichler M, Bej S, Wolfien M



JPM (2022)

DOI: 10.3390/jpm12081278
URL: https://www.mdpi.com/2075-4426/12/8/1278








Identification and epidemiological characterization of Type-2 Diabetes sub-population using an unsupervised machine learning approach
Bej S, Sarkar J, Biswas S, Mitra P, Chakrabarti P, Wolkenhauer O



Nutrition and Diabetes (Springer Nature) (2022)

DOI: 10.1038/s41387-022-00206-2
URL: https://www.nature.com/articles/s41387-022-00206-2








Network- and enrichment-based inference of phenotypes and targets from large-scale disease maps
Hoch M, Smita S, Cesnulevicius K, Lescheid D, Schultz M, Wolkenhauer O, Gupta S



npj Systems Biology and Applications (2022)

DOI: 10.1038/s41540-022-00222-z
URL: https://www.nature.com/articles/s41540-022-00222-z








On the role of data, statistics and decisions in a pandemic
Jahn B, Friedrich S, Behnke J, Engel J, Garczarek U, Münnich R, Pauly M, Wilhelm A, Wolkenhauer O, Zwick M, Siebert U, Friede T



AStA Advances in Statistical Analysis (2022)

DOI: 10.1007/s10182-022-00439-7
URL: https://link.springer.com/article/10.1007/s10182-022-00439-7








Exploring the evolution of biochemical models at the network level
Gebhardt T, Touré V,  Waltemath D, Wolkenhauer O, Scharm M



PLOS ONE (2022)

DOI: 10.1371/journal.pone.0265735
URL: https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0265735








Attention retrieval model for entity relation extraction from biological literature
Srivastava P, Bej S, Schultz K, Yordanova K, Wolkenhauer O



IEEE Xplore (2022)

DOI: 10.1109/ACCESS.2022.3154820
URL: https://ieeexplore.ieee.org/document/9721887








Monitoring the maturation of the sarcomere network: a super-resolution microscopy-based approach
Skorska A, Johann L, Chabanovska O, Vasudevan P, Kussauer S, Hillemanns M, Wolfien M, Jonitz-Heincke A, Wolkenhauer O, Bader R, Lang H, David R, Lemcke H



CLMS (2022)

DOI: 10.1007/s00018-022-04196-3
URL: https://link.springer.com/article/10.1007/s00018-022-04196-3








Single extracellular vesicle analysis in human amniotic fluid shows evidence of phenotype alterations in preeclampsia
Gebara N, Scheel J, Skovronova R, Grange C, Marozio L, Gupta S, Giorgione V, Caicci F, Benedetto C, Khalil A, Bussolati B



bioRxiv (2022)

DOI: 10.1101/2022.02.14.480331
URL: https://www.biorxiv.org/content/10.1101/2022.02.14.480331v1








The Prognostic and Predictive Role of Xeroderma Pigmentosum Gene Expression in Melanoma
Fischer S, Hamid M, Emmert S, Wolkenhauer O, Fuellen G, Thiem A



Frontiers in Oncology (2022)

DOI: 10.3389/fonc.2022.810058
URL: https://www.frontiersin.org/articles/10.3389/fonc.2022.810058/full








Computational Models for Clinical Applications in Personalized Medicine—Guidelines and Recommendations for Data Integration and Model Validation
Collin CB, Gebhardt T, Golebiewski M, Karaderi T, Hillemanns M, Khan FM, Salehzadeh-Yazdi A, Kirschner K, Krobitsch S, EU-STANDSPM consortium, Kuepfer L



MDPI JPM (2022)

DOI: 10.3390/jpm12020166
URL: https://www.mdpi.com/journal/jpm








Cross-tissue transcriptome-wide association studies identify susceptibility genes shared between schizophrenia and inflammatory bowel disease
Uellendahl-Werth F, Maj C, Borisov O, Wacker EM, Bej S, Wolkenhauer O, Degenhardt F, Ellinghaus D et al.



Nature Comms Bio (2022)

DOI: 10.1038/s42003-022-03031-6
URL: https://www.nature.com/articles/s42003-022-03031-6






2021



Overexpression of microRNAs miR-25-3p, miR-185-5p and miR-132-3p in Late Onset Fetal Growth Restriction, Validation of Results and Study of the Biochemical Pathways Involved
Loscalzo G, Scheel J, Ibañez-Cabellos J S, García-Lopez E, Gupta S, García-Gimenez J L, Mena-Mollá S, Perales-Marín A, Morales-Roselló J



IJMS (2021)

DOI: 10.3390/ijms23010293
URL: https://www.mdpi.com/1422-0067/23/1/293








Personalized cell therapy for patients with peripheral arterial diseases in the context of genetic alterations: Artificial intelligence-based responder and non-responder prediction
Salybekov AA, Wolfien M, Kobayashi S, Steinhoff G, Asahara T



Cells 2021

DOI: 10.3390/cells10123266
URL: https://www.mdpi.com/2073-4409/10/12/3266








Automated annotation of rare-cell types from single-cell RNA-sequencing data through synthetic oversampling
Bej S, Galow AM, David R, Wolfien M, Wolkenhauer O



BMC Bioinformatics 2021

DOI: 10.1186/s12859-021-04469-x
URL: https://bmcbioinformatics.biomedcentral.com/articles/10.1186/s12859-021-04469-x








Self-attention based models for the extraction of molecular interactions from biological texts
Srivastava P, Bej S, Yordanova K, Wolkenhauer O



Biomolecules 2021

DOI: 10.3390/biom11111591
URL: https://www.mdpi.com/2218-273X/11/11/1591








Imagining the Future of Learning in Healthcare: The GAME 2019 #FuturistForum
Murray S, Koksma J, Haramati A, Bonnefoy E, Zary N, Bill W, Wolkenhauer O, Price S & Kummerle D



Journal of European CME 2021

DOI: 10.1080/21614083.2021.1984076








Comprehensive Characterization of Multitissue Expression Landscape, Co-Expression Networks and Positive Selection in Pikeperch
Nguinkal JA, Verleih M, de los Ríos-Pérez L, Brunner RM, Sahm A, Bej S, Rebl A, Goldammer T



Cells 2021

DOI: 10.3390/cells10092289
URL: https://www.mdpi.com/2073-4409/10/9/2289








Fibroblast Growth Factor 21 as a Potential Biomarker for Improved Locomotion and Olfaction Detection Ability after Weight Reduction in Obese Mice
Power Guerra N, Parveen A, Bühler D, Brauer DL, Müller L, Pilz K, Witt M, Glass Ä, Bajorat R, Janowitz D, Wolkenhauer O, Vollmar B, Kuhla A



Nutrients 2021

DOI: 10.3390/nu13092916
URL: https://www.mdpi.com/2072-6643/13/9/2916/htm








COVID-19 Disease Map, a computational knowledge repository of virus-host interaction mechanisms
Ostaszewski M, Niarakis A,  Mazein A, Wolkenhauer O et al.



Molecular Systems Biology 2021

DOI: 10.1038/s41597-020-0477-8








Quality control in scRNA-Seq can discriminate pacemaker cells – the mtDNA bias
Galow AM, Kussauer S, Wolfien M, Brunner R, Goldammer T, David R, Hoeflich A



Cellular and Molecular Life Sciences 2021

DOI: 10.1007/s00018-021-03916-5
URL: https://link.springer.com/article/10.1007/s00018-021-03916-5








AMES: Automated evaluation of sarcomere structures in cardiomyocytes
Hillemanns M, Lemcke H, David R, Martinetz T, Wolfien M, Wolkenhauer O



bioRxiv 2021

DOI: 10.1101/2021.08.06.455455








A Metabolic Model of Intestinal Secretions: The Link between Human Microbiota and Colorectal Cancer Progression
Salahshouri P, Emadi-Baygi M, Jalili N , Khan F.M, Wolkenhauer O and Salehzadeh-Yazdi A



Metabolites 2021

DOI: 10.3390/metabo11070456








A multi-schematic classifier-independent oversampling approach for imbalanced datasets
Bej S, Schultz K, Srivastava P, Wolfien M, Wolkenhauer O



IEEE Access 2021

DOI: 10.1109/ACCESS.2021.3108450
URL: https://doi.org/10.1109/ACCESS.2021.3108450








Placental mitochondrial function as a driver of angiogenesis and placental dysfunction
Correia Y, Scheel J, Gupta S, Wang K



De Gruyter BioChem (2021)

DOI: 10.1515/hsz-2021-0121
URL: https://www.degruyter.com/document/doi/10.1515/hsz-2021-0121/html








Exploring the Metabolic Heterogeneity of Cancers: A Benchmark Study of Context-Specific Models
Jalili M, Scharm M, Wolkenhauer O, Damaghi M and Salehzadeh-Yazdi A



Journal of Personalized Medicine 2021

DOI: 10.3390/jpm11060496
URL: https://www.mdpi.com/2075-4426/11/6/496








The role of epigenetic modifications for the pathogenesis of Crohn's disease
Hornschuh M, Wirthgen E, Wolfien M, Singh KP, Wolkenhauer O, Däbritz J



Clinical Epigenetics 2021

DOI: 10.1186/s13148-021-01089-3
URL: https://clinicalepigeneticsjournal.biomedcentral.com/articles/10.1186/s13148-021-01089-3








A New Perspective on Teaching the Natural Exponential to Engineering Students
Ullah M, Aman MN, Wolkenhauer O, Iqbal J



International Journal of Mathematical Education in Science and Technology 2021

DOI: 10.1080/0020739X.2021.1896812








The quest for systems-theoretical medicine in the COVID-19 era
Tretter F, Wolkenhauer O, Meyer-Hermann M, Dietrich JW, Green S, Marcum J, Weckwerth W



Frontiers in Medicine 2021

DOI: 10.3389/fmed.2021.640974
URL: https://www.frontiersin.org/articles/10.3389/fmed.2021.640974/full








Are all models wrong?
Enderling H, Wolkenhauer O



Computational and Systems Oncology 2021

DOI: 10.1002/cso2.1008






2020



Towards biomarkers for outcomes after pancreatic ductal anocarcinoma and ischemic stroke, with focus on (co-)morbidity and aging / cellular senescence (SASKit): protocol for a prospective cohort study
Henze L, Walter U, Murua Escobar H, Junghanß C, Jaster R, Köhling R, Lange F, Salehzadeh-Yazdi A, Wolkenhauer O, Hamed M, Barrantes I, Palmer D, Möller S, Kowald A, Heussen N, Fuellen G



BMJ Open 2020

URL: https://bmjopen.bmj.com/content/10/12/e039560.long








LoRAS: An oversampling approach for imbalanced datasets
Bej S, Davtyan N, Wolfien M, Nassar M, Wolkenhauer O



Machine Learning 2020

DOI: 10.1007/s10994-020-05913-4
URL: https://link.springer.com/article/10.1007/s10994-020-05913-4








COVID-19 and beyond: a call for action and audacious solidarity to all the citizens and nations, it is humanity's fight
Auffray C, Balling R, Blomberg N, ..., Wolkenhauer O, Wouters E



F1000Research 2020, 9:1130

DOI: 10.12688/f1000research.26098.1
URL: https://f1000research.com/articles/9-1130/v1








The Atlas of Inflammation-Resolution (AIR)
Serhan CN, Gupta SK,  ... , Smita S, Schopohl P, Hoch M, Gjorgevikj D, Khan FM, Brauer D, ... , Wolkenhauer O



Molecular Aspects of Medicine 2020

DOI: 10.1016/j.mam.2020.100894
Pubmed: https://pubmed.ncbi.nlm.nih.gov/32893032/
URL: https://www.sciencedirect.com/science/article/pii/S0098299720300960








Enzyme-constrained models and omics analysis of Streptomyces coelicolor reveal metabolic changes that enhance heterologous production
Sulheim S, Kumelj T, van Dissel D, Salehzadeh-Yazdi A, Du Ch, P. van Wezel G, Nieselt K, Almaas E, Wentzel A, Kerkhoven E



iScience 2020

DOI: 10.1016/j.isci.2020.101525
URL: https://www.cell.com/iscience/fulltext/S2589-0042(20)30717-3








Hamiltonian cycles in annular decomposable Barnette graphs
Bej S



JDMSC 2020. Full text in arXiv 



DOI: 10.1080/09720529.2021.1961893








Cardiomyocyte Transplantation after Myocardial Infarction Alters the Immune Response in the Heart
Vasudevan P, Wolfien M, Lemcke H, Lang CI, Skorska A, Gaebel R, Koczan D, Lindner T, Engelmann R, Vollmar B, Krause BJ, Wolkenhauer O, Lang H, Steinhoff G, David R



Cells 2020, 9(8), 1825

DOI: 10.3390/cells9081825
URL: https://www.mdpi.com/2073-4409/9/8/1825/htm








LncRNA-SLC16A1-AS1 induces metabolic reprogramming during Bladder Cancer progression as target and co-activator of E2F1
Logotheti S, Marquardt S, Gupta SK, Richter C, Edelhäuser BAH, Engelmann D, Brenmoehl J, Söhnchen C, Murr N, Alpers M, Singh KP, Wolkenhauer O, Heckl D, Spitschak A, Pützer BM



Theranostics 2020; 10(21):9620-9643.

DOI: 10.7150/thno.44176
URL: https://www.thno.org/v10p9620.htm








An integrative network-driven pipeline for systematic identification of lncRNA-associated regulatory network motifs in metastatic melanoma
Singh N, Eberhardt M, Wolkenhauer O, Vera J, Gupta SK



BMC Bioinformatics 2020, 21 (1), 1-17

DOI: 10.1186/s12859-020-03656-6
Pubmed: 32703153
URL: https://bmcbioinformatics.biomedcentral.com/articles/10.1186/s12859-020-03656-6








Objective assessment of stored blood quality by deep learning
Doan M, ..., Wolkenhauer O, Hennig H, ..., Carpenter AE



PNAS 2020

DOI: 10.1073/pnas.2001227117
URL: https://www.pnas.org/content/early/2020/08/19/2001227117








Hematopoietic Stem-Cell Senescence and Myocardial Repair
Wolfien M, Klatt D, Salybekov, ... , Wolkenhauer O, Schambach A, Asahara T, Steinhoff G



EBioMedicine 2020

DOI: 10.1016/j.ebiom.2020.102862
URL: https://www.sciencedirect.com/science/article/pii/S2352396420302371








Omics Integration Analyses Reveal the Early Evolution of Malignancy in Breast Cancer
Sarhadi Sh, Salehzadeh-Yazdi A, Damaghi M, Zarghami N, Wolkenhauer O and Hosseini H



Cancers 2020, 12(6), 1460

DOI: 10.3390/cancers12061460
URL: https://www.mdpi.com/2072-6694/12/6/1460








Integrative cluster analysis of whole hearts reveals proliferative cardiomyocytes in adult mice
Galow AM, Wolfien M, Müller P, Bartsch M, Brunner RM, Hoeflich A, Wolkenhauer O, David R, Goldammer T



Cells 2020, 9 (5), 1144

DOI: 10.3390/cells9051144
URL: https://www.mdpi.com/2073-4409/9/5/1144








COVID-19 Disease Map, building a computational repository of SARS-CoV-2 virus-host interaction mechanisms
Ostaszewski M, Mazein A, Gillespie, ME, Wolkenhauer O et al.



Scientific Data 

DOI: 10.1038/s41597-020-0477-8








The role of cooperativity in a p53-miR34 dynamical mathematical model
Nikolov S, Wolkenhauer O, Vera J, Nenov M



Journal of Theoretical Biology 2020

DOI: 10.1016/j.jtbi.2020.110252
URL: https://www.sciencedirect.com/science/article/abs/pii/S0022519320301077?via%3Dihub








A benchmark of hemoglobin blocking during library preparation for mRNA-Sequencing of human blood samples
Uellendahl-Werth F, Wolfien M, Franke A, Wolkenhauer O, Ellinghaus D



Scientific Reports 2020, 10, 5630

DOI: 10.1038/s41598-020-62637-0
URL: https://www.nature.com/articles/s41598-020-62637-0?proof=true








Single Nuclei Sequencing of entire Mammalian Hearts: Strain-dependent Cell Type Composition and Velocity
Wolfien M, Galow AM, Müller P, Bartsch M, Brunner RM, Goldammer T, Wolkenhauer O, Hoeflich A, David R



Cardiovascular Research 2020

DOI: 10.1093/cvr/cvaa054
URL: https://academic.oup.com/cardiovascres/advance-article-abstract/doi/10.1093/cvr/cvaa054/5815573?redirectedFrom=fulltext








RNA-Based Strategies for Cardiac Reprogramming of Human Mesenchymal Stromal Cells
Mueller P, Wolfien M, Ekat K, Lang CI, Koczan D, Wolkenhauer O, Hahn O, Peters K, Lang H, David R, Lemcke H



Cells 2020, 9 (2), 504

DOI: 10.3390/cells9020504
URL: https://www.mdpi.com/2073-4409/9/2/504








Label-free leukemia monitoring by computer vision
Doan M, Case M, Masic D, Hennig H, ... Wolkenhauer O, ... Irving J



Cytometry Part A 2020

DOI: 10.1002/cyto.a.23987
URL: https://onlinelibrary.wiley.com/doi/full/10.1002/cyto.a.23987

Downloads & more:
https://github.com/carpenterlab/2019_doan_leukemia_submitted








TGF-ß1 induces changes in the energy metabolism of white adipose tissue-derived human adult mesenchymal stem/stromal cells in vitro
Hahn O, Ingwersen LC, Soliman A, Hamed M, Fuellen G, Wolfien M, Scheel J, Wolkenhauer O, Koczan D, Kamp G, Peters K



Metabolites 2020, 10 (2), 59

DOI: 10.3390/metabo10020059
URL: https://www.mdpi.com/2218-1989/10/2/59








GEMtractor: Extracting Views into Genome-scale Metabolic Models
Scharm M, Wolkenhauer O, Jalili M, Salehzadeh-Yazdi A



Oxford Bioinformatics 2020

DOI: 10.1093/bioinformatics/btaa068
URL: https://academic.oup.com/bioinformatics/advance-article/doi/10.1093/bioinformatics/btaa068/5719024








Single Nuclei Sequencing of an entire Mammalian Heart: Cell Type Composition and Velocity
Wolfien M, Galow AM, Müller P, Bartsch M, Brunner RM, Goldammer T, Wolkenhauer O, Hoeflich A, David R



Cells 2020, 9, 318

DOI: 10.3390/cells9020318
URL: https://www.mdpi.com/2073-4409/9/2/318

Downloads & more:
https://doi.org/10.15490/fairdomhub.1.study.713.1






2019



C. elegans protein interaction network analysis probes RNAi validated pro-longevity effect of nhr-6, a human homolog of tumor suppressor Nr4a1
Akhoon BA, Gupta SK, Tiwari S, Rathor L, Pant A, Singh N, Gupta SK, Dandekar T, Pandey R



Sci Rep. 2019 Oct 31;9(1):15711.
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